Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.038; wR factor = 0.092; data-to-parameter ratio = 16.0. (16) ], but the bond angles at the Li atom show larger deviations [106.15 (17)-113.70 (17) ].
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Crystal data [Li(C 2 
À3
Data collection: X-AREA (Stoe & Cie, 2001 ); cell refinement: X-AREA; data reduction: X-AREA; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010) .
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: NG5320). 
Refinement
All H atoms were located in difference Fourier maps. Nevertheless, they were geometrically positioned and refined using a riding model with C-H = 0.98 Å and with U iso (H) = 1.5U eq (C). The methyl groups were allowed to rotate but not to tip. SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and publCIF (Westrip, 2010 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Geometric parameters (Å, º) 
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
